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ABSTRACT 
This disclosure relates to a device for presenting whole 
genome sequence data . A file system stores a first file 
comprising short variant data and a second file comprising 
long variant data . A database stores variant data as data 
records . A display device displays a representation of vari 
ants . Finally , a processor is configured to create a data record 
in the database for each of the multiple short variants and 
identify for each of the short variant coordinates one of the 
multiple long variants . The processor then adds to the data 
record of that short variant a reference to the identified one 
of the multiple long variants . The processor also generates a 
user interface with a representation of the multiple short 
variants that comprise long variant data of the long variant 
according to the reference from the data record for each of 
the multiple short variants . 
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